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Section of the TOCSY spectrum of 1c. The data were collected at 280 K, pH 5.0, 
500 MHz and a peptide concentration of 1.5 mM with a mixing time of 90 ms. The 
solid lines connect cross-peaks between backbone amide and sidechain protons; 
assignments are indicated at the top of each line. Dashed lines connect cross- 
peaks between the sidechain amide protons of Glu3 and Glu10 and the 
methylene linker resonances. 
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sequences from HIV clades 

gpl20 <- 

gGGdMrdNWRs e LYK YKVvk I EplGvAPTk.ak.rRw 
gGGdMRDNWrSELYKYKWKIEPLGVAPtrAKRRW 
GGGdMrdNWRsELYKYKVVEIKPLGvAPT?aKRRW 
GGGDMrDNwrsELYKYKVvr I EP1G7APT? akRR W 
GGGN I KDNWRSEL YKYKVVQ IEPLG I APTRAKRR W 



I > gp^i 

QrekRAvg?iGamf lGf LGaAGSTMgaasm 4 93 

eREKRAvg? IGAvFlGFLGAAGSTMGAaS I 4 83 

erEKRAVG? iGAVf LGFLGaAGSTmgAAS i 4 85 

eREkRAIG . LGA? FLGFLGAAGSTMGAasl 471 

EREKRAVG? iGAMIFGFLGAAGSTMGAaS I 516 



tLtVqaRqllsgiVQQQnNLLrAleaQQhl IqLTWGIKQLQARvLAvERyLkDqQLlgiWGCSGKl iCtT 564 

TLt vQARqLLSGI VQQQsNLLrAI EAQQH1 LkLTVWG I KQLQARvLAvER YLkDQQLLG I WGCSG KlICtT 554 

t lTvqaRQlLsG I VQqqSNLLRAI EAqqH? LQLTvWGI KQLQ t RVLAI ERYLkdQQLLG i WGcSGKL I CTT 555 

t LTvqARQLl SGI VqQQNNLLRAI EAQQH1 LQLTWJG I KQLQARvLAVErYLkDQqLLG i WGCSGkh ICtT 54 2 

TLTVqARQLlSG I VqQQSNLLRAi EAQQH 1 LQLTVWG i kQLQARVl AVERYLKDQKf 1 g 1 wgCSGK 1 1 CTT 5 87 

| > DP178 

aVPWNasWS Nks . 1 ? ? iw?nmTWmeWerEIdnYT? 1 IytLieesQnQQekNeqeLLeLdkWas 6 22 

nVPWNSSWs nks?qs? I WdnMTWLq Wd KE i s n YT ? i I YnL I EeSqnQQEkNEqdLLALDfCWan 614 

?VpWNSSWS NrS . q t D I WDNMTWMqWD RE I S NYTd 1 1 Y r L LEDS QNQQ Er N E KDL LALDS W kN 616 

?VPWNSSWS NrS . LdelWqNMTWmeWErEIdNYTGl I YsLIEeSQiQQEKNEkeLLeLDKWAS 6 0 3 

AVPWNSTWS NrS . f EE I WnNM t W iEWeRE ISNYTNq I Ye I LTeSQnQQDRNEKDLLeLDKWAS 64 9 

<---( 

LwnWf ?ItnwLWyIkiFImIvgGLvGLrivFavLSiVNrvRQGYSPlSfQT?lPaprg . pdrPegieeeGg 690 

LwnWFdl snWLWYI ? i FimlVGGL IGLRIvFaVLs r INRVRQGYSPLSFQt 1 tpnpr? . pdRpgRIeeeGG 682 

LWNWFsITnWLWYIKIFImlVGGLIGLrllFAVLsIVNRVrqGYSPLSFQTLTPNPrG . pDRLgRIEeeGG 686 

LWNWFs 1 1 kWLWY Ik i Flmi vGGLIGLRI vFa VLS 1 VNRVRQGYS PLS f QTLLPaPRG? PDRPeg lEEEGG 67 3 

LWnWf DITnWLWY I KI FIM I VGGL IGLR 1 1 FavLS IVNRVRQGYS PLS f Qtp? HhQrE . pDRPERI EEgGG 718 
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DP178-related peptides (and locking positions) 
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